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Figure S4 Correlation analysis of AS transcriptions and sugar content. Red and blue circle indicate lower
and higher correlation levels, respectively. The small and big circle also indicates the lower and higher
correlation levels, respectively. The name and id of the genes are listed on the left side of the diagram.
CsFRK: Fructokinase genes; CsGols: Galactinol synthase genes; CsINV: Invertase gene; CsTPS: Trehalose
-6-phosphate synthase gene.



