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SignalP-4.1 prediction (euk networks): BolbHLH128
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0 10 20 30 40 50 60 70
Position
# Measure Position Value Cutoff signal peptide?
max. C 20 0.252
max. Y 20 0.421
max. S 16 0.813
mean S 1-19 0.705
D 1-19 0.575 0.450 YES

Name=BolbHLH128 SP='YES' Cleavage site between pos. 19 and 20: VGT-SF D=0.575 D-cutoff=0.450 Networks=SignalP-noTM
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SignalP-4.1 prediction (euk networks): BrabHLH168
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0 10 20 30 40 50 60 70
Position
# Measure Position Value Cutoff signal peptide?
max. C 26 0.850
max. Y 26 0.879
max. S 14 0.976
mean S 1-25 0.911
D 1-25 0.896 0.450 YES

Name=BrabHLH168 SP='YES' Cleavage site between pos. 25 and 26: SHA-KF D=0.896 D-cutoff=0.450 Networks=SignalP-noTM
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SignalP-4.1 prediction (euk networks): BrabHLH084
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0 10 20 30 40 50 60 70
Position
# Measure Position Value Cutoff signal peptide?
max. C 18 0.731
max. ¥ 18 0.606
max. S B 0.622
mean S 1-17  0.504
D 1-17  0.551  0.450 YES

Name=BrabHLH084 SP='YES' Cleavage site between pos. 17 and 18: VES-TR D=0.551 D-cutoff=0.450 Networks=SignalP-noTM



