Table S3. Cupriavidus strains compared in this study (as bacterial isolates and/or sequenced genomes).
	Bacterium
	Isolation origin
	Isolation place
	reference

	C. alkaliphilus ASC-732T
	Agave rhizosphere
	San Carlos, Mexico
	[1, 2]

	C. metallidurans CH34T
	Decantation tank, zinc factory
	Belgium
	[3, 4]

	C. metallidurans AE104
	CH34T devoid of the plasmids pMOL28 and pMOL30
	-
	[5]

	C. necator H16 
	healthy small pond
	-
	[6]

	C. necator N1T
	Soil
	Pennsylvania, USA
	[7, 8]

	Cupriavidus neocaledonicus STM 6070
	Nodule of Mimosa pudica
	New Caledonia
	[9]

	C. oxalaticus NBRC 13593T
	Earthworm
	India
	[10, 11]

	C. pinatubonensis JMP134
	Soil
	Australia
	[12, 13]

	C. taiwanensis LMG19424T
	Nodule of M. pudica
	Taiwan
	[14, 15]

	C. taiwanensis sp. STM 6018
	Nodule of M. pudica
	French Guiana
	[16]

	Cupriavidus sp. AMP6
	Nodule of Mimosa asperata
	Texas, USA
	[17]

	Cupriavidus sp. UYMMa02A
	Nodule of Mimosa magenta
	Uruguay
	[18]

	Cupriavidus sp. UYPR2.512
	Nodule of Parapiptadenia rigida
	Uruguay
	[19]
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