Table S2. Genes count of different type of alternative splicing detected with SR-seq or Hybrid-seq by PASA analysis.
	
	SR-seq
	Hybrid-seq

	Counts involved in alternative splicing
	12,975
	13,155

	alternative acceptor 
	3,265
	3,392

	alternative donor 
	2,747
	2,846

	alternate exon 
	1,756
	1,912

	intron retention
	11,587
	11,846

	exon skipping 
	2,217
	2,185
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