Supplemental Table S4: The GO enrichment analysis of DEGs.

. Number in  Number in Enrichment
GOterm  Ontology Description input st BG/Ref p- Value FDR Factor
G0:0001101 P response to acid chemical 54 421 0. 00039 0. 044 0. 128266033
G0:0006082 P organic acid metabolic process 124 1144 0. 00015 0.021 0. 108391608
G0:0006325 P chromatin organization 60 442 0. 000048 0.01 0. 135746606
G0:0006351 P transcription, DNA-templated 271 2807 0. 000069 0.013 0. 096544353
G0:0006355 P regulation of transcription, DNA-templated 253 2596 0. 000071 0.013 0.097457627
G0:0006464 P cellular protein modification process 379 3847 0. 0000003 0. 00018 0. 098518326
G0:0006468 P protein phosphorylation 188 1855 0. 0001 0.017 0. 101347709
G0:0006541 P glutamine metabolic process 15 48 0. 000025 0. 006 0.3125
G0:0007017 P microtubule—based process 44 311 0. 00021 0.028 0. 1414791
G0:0007154 P cell communication 160 1452 0. 0000074 0. 0028 0.110192837
G0:0007165 P signal transduction 153 1321 0. 00000098 0. 00054 0. 115821347
G0:0007623 P circadian rhythm 12 41 0. 00026 0.032 0. 292682927
G0:0009064 P glutamine family amino acid metabolic process 20 99 0. 00025 0.032 0. 202020202
G0:0009719 P response to endogenous stimulus 93 711 0. 0000019 0. 00079 0. 130801688
G0:0009725 P response to hormone 92 699 0. 0000017 0. 00075 0. 131616595
G0:0009753 P response to jasmonic acid 19 87 0. 00015 0.021 0. 218390805
G0:0009755 P hormone—mediated signaling pathway 55 405 0. 000096 0.016 0. 135802469
G0:0009889 P regulation of biosynthetic process 282 2874 0. 000017 0. 0048 0. 098121086
G0:0009987 P intracellular signal transduction 1408 16613 1. 9E-09 0.0000048 0. 084752904
G0:0010033 P response to organic substance 117 897 0. 00000011 0. 000081 0. 130434783
G0:0010467 P gene expression 458 4995 0. 00002 0. 0052 0. 091691692
G0:0010468 P regulation of gene expression 318 3001 6. 1E-09 0. 0000095 0. 105964678
G0:0010556 P regulation of macromolecule biosynthetic process 280 2851 0. 000017 0.0048 0.098211154
G0:0010629 P negative regulation of gene expression 51 381 0. 00023 0.03 0. 133858268
G0:0016192 P vesicle—mediated transport 72 597 0. 00025 0.032 0. 120603015
G0:0016569 P covalent chromatin modification 43 278 0. 000041 0. 0089 0. 154676259
G0:0018130 p heterocycle biosynthetic process 320 3382 0. 000059 0.012 0. 094618569
G0:0019219 P regulation of nucleobase—containing compound 272 2764 0. 00002 0. 0052 0. 098408104
metabolic process

G0:0019222 P regulation of metabolic process 362 3582 5. 5E-08 0. 000047 0. 10106086
G0:0019438 P aromatic compound biosynthetic process 323 3450 0.00011 0.017 0. 093623188
G0:0023014 P signal transduction by protein phosphorylation 22 89 0. 000009 0.0032 0.247191011
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