
Additional File 2

Grapical representation of the coverage of the 24 
linkage groups (LGs) of the sea bass genome by
sequencing epiGBS reads. 
Ordinates represent the mean number of 
sequencing reads. LG numbers are those used in 
[19] (GenBank assembly: GCA_000689215.1). 
Complex IDs resulting from the merging of 
previously defined LGs during final assembly 
(e.g. LG22-25 resulted in the fusion of previous 
LG22 and LG25). SB-UN (sea bass – unknown; 
hereby SB) indicates a composite LG made from 
unassembled scaffolds.


