
0 0.5

1 1.5

2

45762_c4_g1_i3
47321_c2_g2_i1
47321_c2_g2_i3
48217_c1_g1_i3
47321_c2_g2_i2
47321_c2_g2_i4
38462_c0_g1_i1
47321_c2_g1_i3
45077_c0_g1_i1
47844_c2_g5_i1
47321_c2_g1_i2
38987_c2_g2_i1
45077_c0_g1_i2
48217_c1_g1_i10
48217_c1_g1_i12
20307_c0_g1_i1
35966_c0_g1_i1
48217_c1_g1_i2

48217_c1_g1_i6

0.5

1 1.5

26246_c2_g1_i1
46270_c3_g2_i1

Laccase

Untreated Elevated 
temperature

Food
deprivation

Anaesthesia Wounding E. coli M. lysodeikticus Healthy gonad Trematode-infected
gonad

Treatment

Tyrosinase

Additional file 5 Expression levels of individual transcripts found to represent annotated factors related to phenoloxidase/melanisation-type reaction in units of transcripts per 
million (TPM) for each experimental snail. Heatmap shows the variation for each factor using its dynamic range. Transcripts related to each factor are clustered according to 
their similarity.
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