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Cys-rich protein domain homology and superposition of Ncol-5 of Myxidium lieberkuehni and
Ncol-1 Hydra vulgaris
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Backbone ribbon representations of N-terminal (A) and C-terminal (B) Cys-rich domains of Ncol-5 of
Myxidium lieberkuehni (blue) with superposition of N-CRD (1ZPX) and C-CRD (1SOP) of Ncol-1 of
Hydra vulgaris (grey). Cysteine residues are highlighted in red. Alignments between the N-CRD and C-
CRD of Ncol-1 protein structures from H. vulgaris and M. lieberkuehni generated by SuperPose are given
under the backbone ribbon structure.



Ramachandran plot provided by the PROCHECK program for the 3D model of N-CRD (A) and

C-CRD (B) protein structures of Ncol-5 of M. lieberkuehni.
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Compatibility of an atomic model (3D) with its own amino acid sequence (1D) of N-CRD (A) and

C-CRD (B) protein structures of Ncol-5 of M. lieberkuehni generated in Verify3D.
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Verify30: (NCRDMLO0ZNcol.5.pdb)

Verify3D: (ITASSER_CCRDMLO2Ncol-519112019.pdb)
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