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[bookmark: OLE_LINK150][bookmark: OLE_LINK151][bookmark: OLE_LINK129][bookmark: OLE_LINK130]Figure S1. Confirmation of exon and intron boundaries of intron-containing genes in chloroplast genome of C. lentillifera.
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Figure S2. Correction of misleading introns in chloroplast genome of C. lentillifera.
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