Additional File 6. Phylogenetic 16S rRNA gene tree of HQ MAGs. The phylogenetic trees were computed using MOLE-BLAST against
nt/nr database and including uncultured and environmental taxa. The 16S rRNA genes from our HQ MAGs are indicated with a green
line. A) Succinivibrio: Uncultured bacterium clone CL_F_057 16S from wild wolves’ feces [1]; B) Prevotellamassilia: Uncultured
bacterium clone with codes CL_F from wild wolves’ feces [1]; C) Phascolarctobacterium: Uncultured bacterium clone C2-26 from
canine Gl tract [2]; D) Catenibacterium: Uncultured organism clone ELU0052-T330-S-NIPCRAMgANa_000116 from the human Gl
microbiome [3]; and E) Blautia sp900541345 : Ruminococcus sp. WAL 17306 from the human Gl microbiome (F/687607.1).

A) Succinivibrio HQ MAG

/ﬁ Succinivibrio dextrinosolvens strain Z6

Uncultured bacterium clone CL_F_057 16S ribosomal RNA gene

Bacterial_16S_rRNA_Succinivibrio_5
Bacterial_16S_rRNA_Succinivibrio_4
(_ Bacterial_16S_rRNA_Succinivibrio_3
Bacterial_16S_rRNA_Succinivibrio_2
Bacterial_16S_rRNA_Succinivibrio_1
Bacterial_16S_rRNA_Succinivibrio_6

& Bacterial_16S_rRNA_Succinivibrio_7

Clone M26_5_43 uncultured bacterium gene for 16S rRNA

Clone ST-FO01 uncultured bacterium gene for 16S rRNA
Clone ST-D11 uncultured bacterium gene for 16S rRNA
Clone ST-H09 uncultured bacterium gene for 16S rRNA

Clone ST-E08 uncultured bacterium gene for 16S rRNA

N— Clone ST-C08 uncultured bacterium gene for 16S rRNA

Clone ST-H06 uncultured bacterium gene for 16S rRNA

clone ST-B10 uncultured bacterium gene for 16S rRNA

L Clone 126_4_14 uncultured bacterium gene for 16S rRNA
0.04

B) Prevotellamassilia HQ MAG

Uncultured bacterium clone CL_F_223 16S ribosomal RNA gene, partial sequence
r Uncultured bacterium clone CL_F_310 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone CL_F_479 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone CL_F_270 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone CL_F_041 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone CL_F_415 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone CL_F_021 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone CL_F_238 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone CL_F_085 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone CL_F_356 16S ribosomal RNA gene, partial sequence

Bacterial_16S_rRNA_Prevotellamassilia_5
Bacterial_16S_rRNA_Prevotellamassilia_7
Bacterial_16S_rRNA_Prevotellamassilia_2
Bacterial_16S_rRNA_Prevotellamassilia_3

Bacterial_16S_rRNA_Prevotellamassilia_4

Bacterial_16S_rRNA_Prevotellamassilia_1

Bacterial_16S_rRNA_Prevotellamassilia_6
@cqued bacterium clone CL_F_305 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone CL_F_016 16S ribosomal RNA gene, partial sequence
LE— Uncultured bacterium clone CL_F_052 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone CL_F_408 16S ribosomal RNA gene, partial sequence
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C) Phascolarctobacterium HQ MAG

/ Uncultured bacterium clone WSp170 16S ribosomal RNA gene, partial sequence
Bacterial_16S_rRNA_Phascolarctobacterium_1
Bacterial_16S_rRNA_Phascolarctobacterium_4
Bacterial_16S_rRNA_Phascolarctobacterium_2

Bacterial_16S_rRNA_Phascolarctobacterium_5

“ Bacterial_16S_rRNA_Phascolarctobacterium_3

Uncultured bacterium clone C2-26 16S ribosomal RNA gene, partial sequence

1 Uncultured bacterium clone UUF089 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone LI3_aah77¢02 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone 001-d12 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone 014C-C8 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone C-74(2) 16S ribosomal RNA gene, complete sequence
Uncultured bacterium clone R-7562 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone R-7589 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone R-9150 16S ribosomal RNA gene, partial sequence

0.004

D) Catenibacterium HQ MAG

Catenibacterium mitsuokai gene for 16S ribosomal RNA, partial sequence, strain: JCM 10606

Catenibacterium mitsuokai gene for 16S ribosomal RNA, partial sequence
Uncultured bacterium partial 16S rRNA gene, clone F123

Erysipelotrichaceae bacterium strain AGP2-01-00-10 16S ribosomal RNA gene, partial sequence

Uncultured bacterium partial 16S rRNA gene, clone E145
Uncultured organism clone ELU0052-T330-S-NIPCRAMgANa_000116 small subunit ribosomal RNA gene, partial sequence
Bacterial_16S_rRNA_Catenibacterium_1
Bacterial_16S_rRNA_Catenibacterium_6
Bacterial_16S_rRNA_Catenibacterium_3

Bacterial_16S_rRNA_Catenibacterium_4

Bacterial_16S_rRNA_Catenibacterium_2

Bacterial_16S_rRNA_Catenibacterium_5

Bacterial_16S_rRNA_Catenibacterium_7

Uncultured bacterium clone C1-23 16S ribosomal RNA gene, partial sequence

Uncultured Catenibacterium sp. clone EHFS1_S11a 16S ribosomal RNA gene, partial sequence

Uncultured Catenibacterium sp. clone M4-82 16S ribosomal RNA gene, partial sequence
Uncultured Catenibacterium sp. clone M4-33 16S ribosomal RNA gene, partial sequence

Uncultured Catenibacterium sp. clone M3-8 16S ribosomal RNA gene, partial sequence
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E) Blautia sp900541345 HQ MAG

/—— Uncultured bacterium clone UUF283 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone SJTU_A1_2_2 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone SJTU_A2_01_70 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone SJTU_A2_03_77 16S ribosomal RNA gene, partial sequence

Uncultured organism clone ELU0096-T30-S-NI_000224 small subunit ribosomal RNA gene, partial sequence

N Uncultured bacterium clone CL_F_166 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone bdog1_aai80h01 16S ribosomal RNA gene, partial sequence

Uncultured bacterium clone UUF215 16S ribosomal RNA gene, partial sequence

L Uncultured organism clone ELU0096-T30-S-NI_000230 small subunit ribosomal RNA gene, partial sequence

Ruminococcus sp. WAL 17306 16S ribosomal RNA gene, partial sequence

Bacterial_16S_rRNA_Blautia_1

Bacterial_16S_rRNA_Blautia_5

Bacterial_16S_rRNA_Blautia_2

Bacterial_16S_rRNA_Blautia_4

Bacterial_16S_rRNA_Blautia_3

Bacterial_16S_rRNA_Blautia_6

0.002
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