
Supplemental Figure 1. Dot-Matrix representation of a BLASTn comparison of
complete S. citri genome sequences. Each newly-assembled strain in this study (X-axis) was compared
to the reference sequence, strain R8-A2 (Y-axis). A) C189; B) LB319; C) BR12; D) CC-2; E) C5; F) 
BLH-13; G) BLH-MB
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