Supplementary Info File 7 T-plots of differentially expressed miRNAs.

For details about alignment score, category number and P-value calculation, see the manual of the
Cleaveland pipeline and the ACGT101-DGD pipeline of LC Sciences.
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Figure S1 T-plots of miR408-3p targeting Os08t0482700-01 in (a) gall sample; (b) root tip sample.
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Figure S2 T-plots of miR319b targeting Os12t0616400-01 in (a) gall sample; (b) root tip sample.



(a)

osa-miR319a-3p.2-3p slicing 0s12t0616400-01 at nt 636
alignment score=3.5 , calegory=0 , p-0.00940958889612664

Cleavage Site 636
All Other Sites

o

&

I
8
©
=3
'

=

v

’ || ‘
0 200 400 600 800 1000

Os12106816400-01 position (nls)

(b)

osa-miR319a-3p.2-3p slicing Os12t0616400-01 at nt 636
alignment score=3.5 , calegory=1, p=0.00535126814860332

© Cleavage Site 636
All Other Sites
I
-
8
E
g o
'

o 200 400 600 800 1000

Os1210616400-01 position {nts)

Figure S3 T-plots of miR319a-3p.2-3p targeting 0s12t0616400-01 in (a) gall sample; (b) root tip sample.
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Figure S4 T-plots of miR169f.1 targeting Os03t0696300-01 in (a) gall sample; (b) root tip sample.
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Figure S5 T-plots of miR169f.1 targeting Os03t0174900-01 in (a) gall sample; (b) root tip sample.
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Figure S6 T-plots of miR169f.1 targeting Os12t0618600-01 in (a) gall sample; (b) root tip sample.
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Figure S7 T-plots of miR164a targeting 0s04t0460600-01 in (a) gall sample; (b) root tip sample.
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Figure S8 T-plots of miR164d targeting Os04t0460600-01 in (a) gall sample; (b) root tip sample.
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Figure S9 T-plots of miR166j-3p targeting Os10t0480200-01 in (a) gall sample; (b) root tip sample.
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Figure S10 T-plots of miR166a-3p targeting Os10t0480200-01 in (a) gall sample; (b) root tip sample.



