Additional file 2

Table AZ. The most abundant known mBNA tranzcripts in the dinotefuran-treated and

control honeybees at different ages

DT ld

c_1d

DT_sd

DT_10d

transcript RS T
NM DDL0I1FE2.1 | LOCH06093
NM_D01011579.1 Mjpl

807502.1 ND1
NM_001011501.1 Mrjp3
KM D01011516.2 Dadl
NM_DO10113ED.1 Mnjp2

R0 O06563358.3 LOC113I18518

NM_0010115741 | LOC405081
NM D01083346.1 Apd2
HM_D01011363.2 cops
MM 0010115821 | LOC4H05093
MM_001011579.1 Mjpl
8076921 ND1
MM 0010118151 | LOC4H05141
MM 0010115741 | LOC4050EL
MM 00101151562 Dadl
MM 0010115011 Mol
T (083633583  LOC1I3NESIE
MM 0010853461 Apd2
MM 001011380.1 M2
MM 0010115821 | LOC405093
MM 0010118011 M3
MM 0010115741 | LOCH05061
8076921 ND1
MM_001011579.1 Ml
MM 001011580.1 Mg
MM_001011615.2 Dadl
MM 0010853441 Apd3
MML_001085346.1 Apd2
MM 0010116081 e
MM 001011921 | LOC405093
MM 0010115791 Ml
8074921 N1
MM 0010115741 | LOC40S0EL
MM_00101180E.1 gl
MM 0010853451 Apd2
NM_001011516.2 Dadl
MM 0010853441 Apd3
8076051  COXL
MM 0010118151 | LOCHS142
B07692.1 ND1
MM 0010115821 | LOC405093
MM 0010115151 | LOC4H05142
MM 0010116171 | LOCH05184
MM 0010115532 Cops
MML_001011616.2 Dedl
MM 0010853441 Apd3
MM_00107TEN.1 [
MM 0010115741 | LOC40S0EL
MML_001085346.1 Apd2
MM 0010113821 | LOCH0S093
MM 0010115151 | LOC40514]
807692.1 ND1
MM 0010116171 | LOCH0§184
MM 0010116081 e
MM_001085345.1 Apd2
MM 0010116162 Dedl
NM_001011574.1 | LOCH0506L
MM 0010115832 fatk
8076051 COXL

transcrpt_locas
R 037643.1:15024551-13023 54
NC_03T648 1: 22 T4667-2277905
MC 001566.1:12302-15517
MC_037648 1:1258450-2272030
NG 037643.1:8673493-B675023
MNC_037648.1:2301 571-2304843
MC 037652.1:5677334-5677995
RC_037642.1:116T9274-11685654
NC 037641 1: 4458 750-4465933
NC_037642.1:2T79B03-2761325
NC 037643.1:15004551-1 5025504
NC 037648, 1:2274667-22 77903
NC 001566.1:12302-15517
NC_037643.1:236T07E-2368717
NC 037642, 1: 116792 74-1168 5654
NC 037643.1:B673493-8675023
NC 037648.1:22884 50- 2272030
NC 037652 1:5677334-3677985
NC 037641 1: 4488 TH-HEM933
NC 037648.1:2301 571-23046843
NC_037643.1:15004551-1 5025504
NC 037648, 1:2268450-22 72030
NC_037642.1: 116792 74-1168 365+
NC 001566.1:12302-15517
NC_037648. 1: 227456 7- 22 77905
NC 037648.1:2301 571-2304643
NC_037643.1:B673493-8675023
NC 0376411447953 1-4B0371
NC_037641.1:4488T50-HE2933
NC 037643.1:4600430-4613520
NC_037643.1:15004551-1 5025504
NC 037648 1:2274567-22 77905
NC_001366.1:12302-15317
NC 037642.1:11679274-1168 3654
HC_037643.1:26004304413520
NC 037641.1:2488T50-HE0933
NC_037643.1:6673493-8675023
NC 0376411447953 1-4EB0371
NC_001566.1:1794-3424
NC 037643, 1:236T07E-2368717
NC 001566.1:12302-15517
NC 037643.1:15004551-15025504
NC 037643.1:236T07E-2368717
NC 037647.1:1 22671 00-1226 7955
NC 037642.1:2779893-27TE1325
NC_037643.1:B673495-8675023
NC 037641 1: 447953 1-HEB03 71
NC_037647. 1:6433930-54 34382
NC 037642.1:11679274-1168 5654
NC_037641.1:2488T50-HE0933
NC 037643.1:15024551-1 5023504
NC_037643.1:236T076-2368717
NC 001566.1:12302-15517
NC 037647, 1:1226T100-12267963
NC 037643.1:4600430-4613520
NC_037641.1:2488750-H4E0933
NC 037643.1:B673495-8675023
NC_037642. 1: 116792 74-1168 365+
NC 037642.1:2T79893-2TE1323
HC_001566.1:1794-3424

FPEM
TEG99.29

28008.1
12093.05
E506.106
506,068
6451373
64453.043
6071253
4415.061
3354128
3534014
1543428
1508454
013
6113.513
3591 357
3538 B12
3088.751
4937.64
4155.941
7562054
EBI3.043
EB42 621
6435248
4423 382
3529.76
3138057
3185.197
3168.302
2677496
3516877
2447975
1337297
10344.78
10345.08
6234.554
430,98
3530601
3293082
2837637
1437873
1183250
8135.89
7186011
4533.268
3038.453
27T1.TE]
2665295
2645507
2210.5342
2152006
18622 60
13127.05
Dl6.143
7117
311477
4248.149
3609106
2500 628
220476



