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Figure S2

LncRNAs mRNAs

SYNYOUI GL1'L

& X o o
& & 3 S
S R $
L 2 & S
N S © 6"2}
X s & &

C D
- Transcripts expressed at the full TPM range
-! N LncRNAs
3
— [e]
: — 3
B e T o2
E— > mRNAs
g. —— .
Y — 0 20 40 60 80 100
= o S—
Nc; e Fraction of transcripts (%)
o8
E —amm
£~
£ & —— ==
© E— E—
=3 — 3 Transcripts expressed at 4-20 TPM range
° — @
N E— o
5 — 3 LncRNAs
_— P4
—— IncRNA e z
—— mRNA —
— —
-f=— mRNAs
0 20 40 60 80 100
Soooo Fraction of transcripts (%)
~ O O < N

FEL M FEL>50% [ FEL < 50%

SYNYW 99¢‘€l



Figure S3
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Figure S4
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Figure S5
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Figure S6
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Figure S7
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