Supplementary Table 3. Significantly enriched pathways based on BATLAS, ProFAT ​​marker-genes, and genes differentially expressed in human neck adipocyte samples based on the presence of the FTO obesity-risk allele. (A) KEGG pathways (B) REACTOM pathways identified by BATLAS, ProFAT Brown marker-genes and the genes expressed lower in FTO C/C (obesity risk) samples. (C) KEGG pathways (D) REACTOM pathways identified by BATLAS White marker-genes and the genes expressed Higher in FTO C/C samples. Red letters: Common Pathways that enriched based on BATLAS and ProFAT marker-genes; Blue letters: Common Pathways in FTO based DEGs and BATLAS or ProFAT; Italic font: Common enriched Pathways in FTO based DEGs and BATLAS and ProFAT.
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