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Table S1. SSRs identified in the cp genome of Stephania tetrandra.
	Repeats
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	Total

	A/T
	-
	-
	-
	-
	-
	-
	-
	28
	8
	11
	2
	5
	3
	57

	C/G
	-
	-
	-
	-
	-
	-
	-
	1
	1
	
	
	
	
	2

	AG/CT
	-
	-
	3
	
	
	
	
	
	
	
	
	
	
	3

	AT/AT
	-
	-
	4
	3
	1
	2
	2
	
	
	
	
	
	
	12

	AAG/CTT
	-
	1
	
	
	
	
	
	
	
	
	
	
	
	1

	AAT/ATT
	-
	3
	
	
	
	
	
	
	
	
	
	
	
	3

	ATC/ATG
	-
	1
	
	
	
	
	
	
	
	
	
	
	
	1

	AAAC/GTTT
	2
	
	
	
	
	
	
	
	
	
	
	
	
	2

	AAAG/CTTT
	2
	
	
	
	
	
	
	
	
	
	
	
	
	2

	AAAT/ATTT
	5
	
	
	
	
	
	
	
	
	
	
	
	
	5

	AGAT/ATCT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AATAG/ATTCT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	1





Table S2. SSRs identified in the cp genome of Stephania japonica.
	Repeats
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	16
	17
	Total

	A/T
	-
	-
	-
	-
	-
	-
	-
	26
	9
	
	3
	4
	
	
	1
	43

	C/G
	-
	-
	-
	-
	-
	-
	-
	1
	1
	
	
	
	
	
	
	2

	AC/GT
	-
	-
	1
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AG/CT
	-
	-
	3
	
	
	
	
	
	
	
	
	
	
	
	
	3

	AT/AT
	-
	-
	3
	5
	2
	3
	
	1
	
	
	
	
	
	
	
	14

	AAT/ATT
	-
	6
	
	
	
	
	
	
	
	
	
	
	
	
	
	6

	AAAG/CTTT
	2
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	2

	AAAT/ATTT
	2
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	3

	AACC/GGTT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	ATCC/ATGG
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AAATC/ATTTG
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AACAT/ATGTT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AACCC/GGGTT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AATCT/AGATT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1





4

3


Table S3. SSRs identified in the cp genome of Stephania kwangsiensis.
	Repeats
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	16
	17
	18
	Total

	A/T
	-
	-
	-
	-
	-
	-
	-
	18
	15
	11
	4
	1
	
	1
	
	2
	52

	C/G
	-
	-
	-
	-
	-
	-
	-
	1
	
	
	
	
	
	
	1
	
	2

	AC/GT
	-
	-
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AG/CT
	-
	-
	2
	
	
	
	
	
	
	
	
	
	
	
	
	
	2

	AT/AT
	-
	-
	1
	3
	2
	
	1
	
	
	
	
	
	
	
	
	
	7

	AAG/CTT
	-
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AAT/ATT
	-
	6
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	7

	AAAG/CTTT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AACC/GGTT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AATT/AATT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AGAT/ATCT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	ATCC/ATGG
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1

	AACAT/ATGTT
	1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	1



