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Additional file 10: Transgene expression analysis.

8 8
7 - 7 1
6 6 -
5 - 5 |
= o
8 4 8 4
4 @
% 3 %3
(@] (@]
| |
2 2
1 A 1 A
O T T O T ﬁ T T T
HaNACO01-2 HaNACO01l-1 HaNAC01-4 NACO03-1NACO03-2NAC03-4NACO03-3NACO03-5
8 d 12

»

Log2 Ratio
D

Log2 Ratio

N
1

7_
10 -
6_
8_
5_
4 - = 6 A
3_
2_
1_ .
0 T T T 0 I-I T T

NACO05-4 NACO05-2 NACO05-5 NACO05-1 NACO7-1NACO7-4NACO07-3NACO7-5NACO7-2




