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fastqc $FASTQ_DIR/RM-70_etr1_R1_002.fastq.gz \
       $FASTQ_DIR/RM-70_etr1_R2_002.fastq.gz \
       $FASTQ_DIR/RM-75_etr1_R1_002.fastq.gz \
       $FASTQ_DIR/RM-75_etr1_R2_002.fastq.gz \
       $FASTQ_DIR/RM-84_wt_R1_002.fastq.gz \
       $FASTQ_DIR/RM-84_wt_R2_002.fastq.gz \
       $FASTQ_DIR/RM-89_etr1_R1_002.fastq.gz \
       $FASTQ_DIR/RM-89_etr1_R2_002.fastq.gz \
       $FASTQ_DIR/RM-91_wt_R1_002.fastq.gz \
       $FASTQ_DIR/RM-91_wt_R2_002.fastq.gz \
       $FASTQ_DIR/RM-94_wt_R1_002.fastq.gz \
       $FASTQ_DIR/RM-94_wt_R2_002.fastq.gz \
       --outdir $FASTQC_DIR \
       --contaminants /home/mattochs/RNA_Seq_Tools/illumina_contaminant_list.txt

fastqc $FASTQ_DIR/RM-02_wt_R1_002.fastq.gz \
       $FASTQ_DIR/RM-02_wt_R2_002.fastq.gz \
       $FASTQ_DIR/RM-03_etr1_R1_002.fastq.gz \
       $FASTQ_DIR/RM-03_etr1_R2_002.fastq.gz \
       $FASTQ_DIR/RM-04_etr1_R1_002.fastq.gz \
       $FASTQ_DIR/RM-04_etr1_R2_002.fastq.gz \
       $FASTQ_DIR/RM-05_wt_R1_002.fastq.gz \
       $FASTQ_DIR/RM-05_wt_R2_002.fastq.gz \
       $FASTQ_DIR/RM-06_etr1_R1_002.fastq.gz \
       $FASTQ_DIR/RM-06_etr1_R2_002.fastq.gz \
       $FASTQ_DIR/RM-07_wt_R1_002.fastq.gz \
       $FASTQ_DIR/RM-07_wt_R2_002.fastq.gz \
       --outdir $FASTQC_DIR \
       --contaminants /home/mattochs/RNA_Seq_Tools/illumina_contaminant_list.txt
