
Additional file 5. Phylogenetic tree of Orius laevigatus, Rhodnius prolixus and Acyrthosiphon pisum Carboxyl/cholinesterases (CCEs). Amino acid sequences were aligned using MAFFT and analysed using RAxML (the GAMMA LG protein model was used). The bootstrap consensus tree was inferred from 100 replicates. O. laevigatus CCEs are those beginning “mRNA…”. R. prolixus (RPRC) and A. pisum (ACYP) CCEs were obtained from UniProt.  
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