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A20
A20-10
A20-12
A20-14
A20-17
A20-5
A20-8
A21
A21-10
A21-11
A21-13
A21-14
A21-15
A21-16
A21-19
A21-4
A21-5
A21-6
A21-8
A26
A27
A29V
A7

A8

A9
BC88
FC951
126-14
312M
VBF557
ERR1305902-bin.15

A20
A20-10
A20-12
A20-14
A20-17
A20-5
A20-8
A21
A21-10
A21-11
A21-13
A21-14
A21-15
A21-16
A21-19
A21-4
A21-5
A21-6
A21-8
A26
A27
A29V
A7

A8

A9
BC88
FC951
126-14
312M
VBF557
ERR1305902-bin.15

RPTREHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMQOSNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
GPTLEHTFAVGPFRDKASSIRYQWDKRYIPGEMKWWDWNWAISEYGLSTMQSNLGLVLRT
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWT ISEYGLSTMONNLGRVLRP
RPTWEHTFAIGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMQSNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHAFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMQONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRYIPGEVKWWDWNWTISEYGLSTMONNLGRVLRP
RPTWEHTFAVGPFRDKASSIRYQWDKRY IPGEVKWWDWNWT ISEYGLSTMONNLGRVLRP
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IRSAVTGDFYAESQFAGDIEIGQPQTRSAASAQLRNASAEGVALTGVDLDQEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAASAQLRHASAEGVALTGVDLDQEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRNSSAEGVALTGVDLDSEALASEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKSAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKSAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPOQTRSAASAQLRNASAEGVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKSAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAASAQLRNASAEGVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRNASAEGVALTGVDLDQEALANEGEG
VHASVTGDFYAESQFAGDIEIGLPPTTSTKA-LLRSASVNMVELTDLKLDRKNLASEGFEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQOSGSTKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRNSSAEGVALTGVDLDSETLASEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAASAQLRNASAEGVALTGVDLDQEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAASAQLRNASAEGVALTGVDLDQEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAASAQLRNASAEGVALTGVDLDQEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPOQTRSAKAAQLRSASADEVALTGVDLDSEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAASAQLRNASAEGVALTGVDLDQEALANEGEG
IRSAVTGDFYAESQFAGDIEIGQPQTRSAKAAQLRSASADEVALTGVDLDSEALANEGVG
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A20 NVSLTVTPAY 487

A20-10 NVSLTIVPVQ 488
A20-12 NVSLTVTPAY 488
A20-14 NVSLTIVPVQ 488
A20-17 NVSLTIAPVQ 488
A20-5 NVSLTIVPVQ 488
A20-8 NVSLTIVPVQ 488
A21 NVSLTIVPVQ 488
A21-10 NVSLTIVPVQ 488
A21-11 NVSLTIVPVQ 488
A21-13 NVSLTIVPVQ 488
A21-14 NVSLTLAPAH 488
A21-15 NVSLTIVPVQ 488
A21-16 NVSLTIVPVQ 488
A21-19 NVSLTIVPVQ 488
A21-4 NVSLTIVPVQ 488
A21-5 NVSLTIVPVQ 488
A21-6 NVSLTMAPVQ 488
A21-8 NVSLTIVPVQ 488
A26 NVSLTIVPVQ 488
A27 NVSLTIVPVQ 488
A29V NVSLTVTPAY 488
A7 NVSLTIVPVQ 488
A8 NVSLTIVPVQ 488
A9 NVSLTIVPVQ 488
BC88 NVSLTIVPVQ 487
FC951 NVSLTIVPVQ 364
126-14 NVSLTIVPVQ 488
312M NVSLTIVPVQ 488
VBE557 NVSLTIVPVQ 488
ERR1305902-bin.15 NVSLTIVPVQ 488

Additional file 2 Protein sequence alignment of aerolysin from Aeromonas veronii strains
isolated from patients with gastrointestinal disease. Protein alignment was
performed with Clustal Omega.



