Figure S1.Views of Evry.Col-0 contigs alignments against Col-0 TAIR10.1 reference genome (dotted end).
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Figure S2.Views of Evry.Ler-1 contigs alignments on Ler reference genome (dotted end).
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Figure S3. Bionano Access view of Evry.Ler-1 maps aligned on Col-0 TAIR10.1 reference genome.
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Figure S4. Description of SVs detected by MUMmer show-diff and Bionano Access tools.

Insertion (GAP, INS) Rearrangement (JMP, TRA)
[ T I ] Reference [ | | | ] Reference
I:I:kl:l Assembly [ | ] Assembly
Deletion (GAP, DEL) Inverted Duplication (-, INVDUP)
I T ] Reference [ I | ] Reference
] Assembly [ 1 | ] Assembly
Inversion (INV, INV) Reference sequence (SEQ, -)
| | | ] Reference ! l L | ] Reference
T T -—eemeeeeeeeees
I | ] Assembly | ] Assembly
Contig 1 Contig 2
Duplication (DUP,DUP) (BRK, -)
I ] Reference I [ | ] Reference
Chromosome 1 Chromosome 2
I I ] Assembly [ | | ] Assembly

Contig 1



Figure S5. Evry.Col-0 SVs (>1kb) occurrences and landscape of Ler reference chromosomes.
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