
Fig. S1. Expression stability values for seven reference genes calculated by geNorm software among different treatments



Fig. S2. Pairwise variation ( Vn n + 1) between normalization factors after stepwise inclusion of stable reference genes from the most
stably expressed genes



Fig. S3. The ranking order of the expression stability value of candidate reference genes in dif-ferent tissues of S. bifasciatus calculated
by NormFinder


