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[bookmark: _GoBack]Additional file 15: Figure S7. Constitutive differences between the resistant and susceptible genotypes viewed through heat maps of DEGs distribution across pathways (pathway fingerprint). 
(a) DEGs distribution across pathways for all independent contrasts between PRA-R NS needles and susceptible genotypes NS needles (PRA-R NS vs. PRA-A NS, PRA-R NS vs. PRA-B NS and PRA-R NS vs. PRA-D NS), grouped together with the subset of 706 shared transcripts (PRA-R NS vs. PRA-A/B/C NS) for both under and over-expressed DEGs. (b) Among the shared DEGs, we found a set of DEGs coding for enzymes previously proposed to be involved in plant defence pathways (Trujillo-Moya et al. 2020), marked with a green dot. The number of enzymes-encoding genes found within each pathway is indicated using a colour scale from light yellow (0) to dark red colour (22 for “a” and 5 for “b”).
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00940 Phenylpropanoid biosynthesis @

00941 Flavonoid biosynthesis @

04016 MAPK signaling pathway - plant @

00520 Amino sugar and nucleotide sugar metabolism

00500 Starch and sucrose metabolism

04120 Ubiquitin mediated proteolysis

04141 Protein processing in endoplasmic reticulum

00945 Stilbenoid, diarylheptanoid and gingerol biosynthesis @
00860 Porphyrin and chlorophyll metabolism

04626 Plant-pathogen interaction @

00270 Cysteine and methionine metabolism

00350 Tyrosine metabolism

00061 Fatty acid biosynthesis

04144 Endocytosis

00564 Glycerophospholipid metabolism

01040 Biosynthesis of unsaturated fatty acids

00360 Phenylalanine metabolism

00960 Tropane, piperidine and pyridine alkaloid biosynthesis
00780 Biotin metabolism

00330 Arginine and proline metabolism

00040 Pentose and glucuronate interconversions

00062 Fatty acid elongation

00561 Glycerolipid metabolism

00400 Phenylalanine, tyrosine and tryptophan biosynthesis @
00950 Isoquinoline alkaloid biosynthesis

04075 Plant hormone signal transduction @

00130 Ubiquinone and other terpenoid-quinone biosynthesis
00073 Cutin, suberine and wax biosynthesis @

03010 Ribosome




