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Additional file 6: Figure S3. Induced defence: Gene ontology (GO) term
enrichment analysis

GO terms overrepresented in differentially over- or under-expressed
transcripts for each genotype in symptomatic needles (S) compared to non-
symptomatic needles (NS), once symptoms of infection by C. rhododendri
were visible: (a) PRA-A, (b) PRA-B, (c) PRA-D, (d) PRA-R. Terms were
ranked by the corrected p-value.



