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	Gene
	Primer sequences
	Tm/℃
	Length/bp

	ef1α
	F: CGCTGCTGTTTCCTTCGTCC
	55.3
	102

	
	R: TTGCGTTCAATCTTCCATCCC
	
	

	rpl17
	F: GACTAAATCATGCAAGTCGAGGG
	56.2
	160

	
	R: GTTGTAGCGACGGAAAGGGAC
	
	

	novel_circ_0000713
	F: CTCGTACCTGCTAGATCAACA
	54.3
	108

	
	R: CGATGGGTCCAATAGGCTCA
	
	

	novel_circ_0000842
	F: CTGCCCAGTAACTACGACAA
	57.6
	113

	
	R: CCCAAGTATCCGTTCCTCT
	
	

	novel_circ_0001923
	F: GGAGAGGGAGGAATCAGGAA
	56.0
	106

	
	R: GCTTTGCGTCTAGGGTTGTT
	
	

	novel_circ_0002498
	F: CCCAAGTCCAATAAACTGACCA
	58.1
	160

	
	R: ATTTTCCAGAAGCAAAGAGCG
	
	

	novel_circ_0001569
	F: GACAGCGGAATCATAAGAAGAA
	53.9
	341

	
	R: GGAGTTACATCAGTGCCCTTTGC
	
	

	novel_circ_0003066
	F: CGAGGGTGGAGGCTCAGACAGT
	56.5
	237

	
	R: TGAGAACGGAGGCAGCAGCAGT
	
	

	novel_circ_0003409
	F: GACACTGGTCAACTAATTGTAT
	57.2
	186

	
	R: ATCTGTGAAGGTCTGTCTCTAAAG
	
	

	novel_circ_0003231
	F: AGATGTGAACAGATGAGGAAAC
	55.3
	187

	
	R: ATTTCTCCTGTCCTCCATACTC
	
	

	novel_circ_0001675
	F: TGGAGGATTCTGGGAATTACAC
	58.2
	227

	
	R: CTTCAGTTCGTTGCCATCTTTG
	
	

	novel_circ_0000873
	F: ACGTGGTTTTGGACACATTG
	56.3
	102

	
	R: CCATCATTTGGCTTCTTGAC
	
	



