Additional file 6: Supplementary Figure S3: BRITE analyses of KEGG orthologies

A

Protein families: metabolism

ko01000 Enzymes

ko01001 Protein kinases

ko01009 Protein phosphatases and associated proteins
ko01003 Glycosyltransferases

ko00199 Cytochrome P450

Protein families: genetic information processing
ko03000 Transcription factors

ko03021 Transcription machinery

ko03041 Spliceosome

ko03012 Translation factors

ko04131 Membrane trafficking

ko04121 Ubiquitin system

ko03036 Chromosome and associated proteins
ko03400 DNA repair and recombination proteins
k003029 Mitochondrial biogenesis

Protein families: signaling and cellular processes
ko02000 Transporters

Protein families: signaling and cellular processes
ko04147 Exosome

ko04040 lon channels

ko04515 Cell adhesion molecules

ko04090 CD molecules

ko00536 Glycosaminoglycan binding proteins
ko04990 Domain-containing proteins not elsewhere classified

B

ko01000 Enzymes

ko04131 Membrane trafficking
ko01002 Peptidases and inhibitors
ko00199 Cytochrome P450
ko03029 Mitochondrial biogenesis
ko04147 Exosome

ko02000 Transporters

ko03036 Chromosome and associated proteins
ko04040 lon channels

ko03000 Transcription factors
ko01001 Protein kinases

ko01009 Protein phosphatases and...

ko04090 CD molecules

ko04030 G protein-coupled receptors
ko04121 Ubiquitin system

ko00536 Glycosaminoglycan binding proteins
ko01003 Glycosyltransferases

ko04990 Domain-containing proteins not..

ko03021 Transcription machinery
ko03041 Spliceosome

ko03012 Translation factors
ko04812 Cytoskeleton proteins
ko04515 Cell adhesion molecules

BlastKOALA: BRITE analysis of KEGG orthologies

o

12 3 45 6 7 8 910111213 14

eggNOG: BRITE analysis of KEGG orthologies

o

2 4 6 8 10 12 14 16 18 20 22 24





