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Figure S1. Linkage disequilibrium analysis (LD) of SNPs in ELOVL genes in Gushi × Anka F2 population. LD was carried out by Haploview. The pairwise LD coefficient were evaluated by the D’ value.
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  Figure S1.   Linkage disequilibrium analysis (LD) of SNPs in  ELOVL  genes   in Gushi   ×   Anka F2  population. LD was carried out by Haploview. The pairwise LD coefficient were evaluated by the  D ’ value.          

