
Figure S3. The pairwise probability of linking two sequences by SNP distance and difference in collection date using the 

selected beta coefficients used in this study (B0 = 3, B1 = -1.9736 x 10-4, and B2 = 7.5 x 10-2). Patristic distance has been 

converted to SNP distance by multiplying SNP distance by the genome length for easier interpretation of pairwise 

sequence distance.


