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Supplementary information 

 

 

Table S1 Primer sequences used to validate RNA-sequencing. 
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Table S2 Total produced reads pairs, overall alignment rate and total counted reads per sample. 
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Table S3 Differentially expressed gene in RP, compared to control group. 
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Table S3 continued. 
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Table S3 continued.
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Table S4 Upregulated biological processes enriched by GSEA and their corresponding genes. 

 

Bolded biological processes shows that they were enriched by FDR < 0.05. 
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Table S5 Downregulated biological processes enriched by GSEA and their corresponding genes. 

 

The enriched processes are not bolded showing their FDR > 0.05. 
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Fig. S1 Gene set enrichment analysis using all analyzed genes in this study. As indicated, all upregulated 

biological processes are related to immune system. On the other hand, most of the enriched pathways by 

downregulated genes are related to metabolic processes. Lipid metabolism seems to be the main pathway 

that is downregulated. 

 


