Table S2 Summary Erigeron canadensis of the transcriptome assembly

	Items
	Number

	Total transcripts
	229465

	Total bases
	223296012bp

	Max length
	15602bp

	Average length
	973.12bp

	Min length
	201bp

	N50
	1497bp

	Total unigenes
	123328

	Total bases
	96825897bp

	Max length
	15602bp

	Average length
	785.11bp

	Min length
	201bp

	N50
	1251bp


