Expression of marker genes in RNA-seq PCA Analysis
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Figure S1. Gene expression changes of adipose markers and principal components analysis (PCA) of RNA-seq
data. (A) Heat map shows the gene expression changes of adipose markers. (B) PCA were conducted using
RNA-seq TPM values. The PC1 and PC2 represent the first principal component and second principal component,

respectively. The variance that each principal component can explain were showed in brackets.



