Supplementary Figure 1. A. Library size (in number of reads) per sample. B. PCA of the final samples used in the differential expression analysis. C. Correlation matrix of the final samples used in the
differential expression analysis. D. Enrichment analysis of the Gene Ontology (GO) terms per condition. E. Treemaps showing the GO categories associated to the differentially expressed genes in each
condition (NOE and PE) obtained in REVIGO. F. Treemaps showing the GO categories associated to the differentially expressed genes in each condition (PA and PE) obtained in REVIGO.

G-J. Gene networks showing the connections between the differentially expressed genes in each condition.
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D Enrichment in NOE (NOE vs. PE)
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Enrichment in PE (NOE vs. PE)
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