Supplementary Table S1. FastQC report combined and retrieved via MultiQC
	Sample Name
	[bookmark: _GoBack]Platform
	Dups, %
	GC, %
	Read Length
	M Seqs

	A1-1_S1_L001_R1_001
	NextSeq 2000
	24.90%
	46%
	28 bp
	57.2

	A1-1_S1_L001_R1_001
	Genolab M
	9.80%
	46%
	28 bp
	53.6

	A1-2_S5_L001_R1_001
	NextSeq 2000
	65.40%
	47%
	28 bp
	70.4

	A1-2_S5_L001_R1_001
	Genolab M
	56.70%
	46%
	28 bp
	64.2

	B1-2_S6_L001_R1_001
	NextSeq 2000
	41.90%
	46%
	28 bp
	88.3

	B1-2_S6_L001_R1_001
	Genolab M
	26.20%
	46%
	28 bp
	68.5

	A1-1_S1_L001_R2_001
	NextSeq 2000
	98.00%
	53%
	50 bp
	57.2

	A1-1_S1_L001_R2_001
	Genolab M
	95.00%
	52%
	50 bp
	53.6

	A1-2_S5_L001_R2_001
	NextSeq 2000
	94.00%
	53%
	50 bp
	70.4

	A1-2_S5_L001_R2_001
	Genolab M
	88.70%
	53%
	50 bp
	64.2

	B1-2_S6_L001_R2_001
	NextSeq 2000
	94.90%
	52%
	50 bp
	88.3

	B1-2_S6_L001_R2_001
	Genolab M
	89.00%
	52%
	50 bp
	68.5



