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[image: ]Fig. S1. Test of the Speedseq using simulated CNVs in the GDDH13 genome, for a range of sequencing coverage levels. Deletions (A) and duplications (B). TP, True positives; FN, False negatives; FP, False positives.
Fig. S2. Examples of CNVs identified. (Upper) A 630bp deletion in the 5’UTR of MdCBF2 (MD01G1196100). (Lower) MD15G139100 was fully overlapped by a duplication on the Chromosome 15.
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Fig. S3. SNP versus CNV densities in 1Mb sliding windows with 500kb step size across the genome. The local discordance was marked with a red circle.
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Fig. S4. Neighbor-joining clustering for all accessions with each color of branch corresponds to a single pedigree as noted. 


Fig. S5. 17 R genes with differentiated CN profiles (top 1% Vst) between cultivars and wild relatives.
Fig. S6. Boxplot of CN profiles of genes related with various biological functions. Whiskers extend to the highest and lowest values no greater than 1.5 times the inner quartile range. For both comparisons, groups were significantly different - Wilcoxon rank sum test with continuity correction, p < 0.0001.
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