Reference sequence 56
SCz 56
YK10-1 ot
YK10-2 GAGCATCTCCAACCCACTAGGCATATGATGCTTGTTAGTCAAAATATCTAATGTGACTCACTTT 120
Reference sequence 56
SCz 56
YK10-1 56
YK10-2 TTTCAACTCCAATGCACTAGGCATATGCTTAGGCATTTTGGCTCAGCTCACATTCACTAGCTACATGTAGCTAGCTTTCAAGGCTAGGCAAAATATATTTAATCATTAAGATTATTTCCC 240
Reference sequence 56
SCcz 56
YK10-1 56
YK10-2 TCCATCTTTGTTGCTGACGTGGCATTCTATAAAGTTAATAGTATTTGGATGAATAGCTAAAATAAAGAGCATAGT TGGGGCAGAAACATGAAATCGTTGACAGACAAAATAAAATGTATA 360
Reference sequence 121
SCz 121
YK10-1 121
YK10-2 TTTTATAGTAATATTTAGATAGGTAAAATGCCTACTACCATTGGAGATGCTCTTA 480
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Figure S1. Sequence alignment of CSS0047042.1 gene in reference genome, ‘Shuzhazao’ and ‘Yunkang10’.



