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Fig. S6. Intracellular transferred DNA from chloroplast genome to the mitochondrial genome of Melastoma 
dodecandrum. Chloroplast genome (one of the IRs excluded here) is colored in green and mitochondrial genome is in 
orange with annotation information. Chloroplast-derived genes are marked in green and pseudogenes are marked 
with “Ψ”. Pale blue lines within the circle represent transferred regions from the chloroplast genome. “*” stand for 
transferred chloroplast genes that only appear in M. dodecandrum.


