
Supplementary Information 1

Figure S1. M. bovis infection causing systemic circular condition (SCC) showing signs of edema and arthritis. (A) Edema in the abdominal area, (B) Severe edema in the chest
area, (C) Arthritis of the front leg.
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Figure S2. Recombinations within our 36 assemblies. Constructing whole-genome alignments with Mauve revealed the same organization in the 5’ and 3’ regions, but several
changes in between, consistent with phylogeny. We observed rearrangements conserved in subtrees, indicating a true rearrangement and not an assembly error. The alignment
of representative assemblies is shown in Fig. 4.

S4 Triebel et al.



clade 4

clade 5 clade 6
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Figure S3. Schematic visualization of the pairwise gene association analysis. Pairwise gene association analysis detected 114 significant genes in total; 49 genes linked to
clade 4 (44 positive and 5 negative), 17 to clade 5 (10 positive and 7 negative), and 48 to clade 6 (21 positive and 27 negative).

Table S3. Comparison of assembler based on M. bovis strain 17DD0007. #C – number of contigs after assembly; Total L – length of total assembly in bp;
L Contg – length of longest contig in bp; GC – GC content (%)

Assembler #C Total L L Contg N50 GC

Mycovista with Flye 3 997,130 973,627 973,627 29.2
Canu 3 1,013,25 617,251 617,251 29.4
Unicycler 29 984,75 621,801 621,801 29.27

Table S4. Comparison of genome annotation tools based on M. bovis strain 17DD0007. CDS – number of annotated CDS (including unknown proteins);
tR – number of tRNAs; rR – number of rRNAs; tm – number of tmRNAs;

Annotation CDS tRNA rRNA tmRNA

Prokka 837 34 4 1
Bakta 1902 34 4 1
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