Additional file 5. Multiple sequence alignment of NUPT showing 100% identity with the chloroplast genome plus 100 bp flanking regions in four different versions of the moringa nuclear genome.
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AOCCv2 : 60
Shyamli : ¢ 59
AOCCv1 : 59
Tian : C : 59
GAATTTAATCaAATCATAGGTACTGGTAATTGTAATCTCATAAATTTTGCTACTCTTCA
* 80 * 100 * 120
AOCCv2 BT GAGAATTTGGATTTATTAGCCAAGAGGCGAAGAAATCGATTATCTTATCGAAATGATA T EENVAY
IV AEREIN T GAGAATTTGGATTTATTAGCCAAGAGGCGAAGAAATCGATTATCTTATCGAAATGATA T ENNEC]
AOCCv1 H GAGAATTTGGATTTATTAGCCAAGAGGCGAAGAAATCGATTATCTTATCGAAATGATA T REENNE
Tian : AGAATTTGGATTTATTAGCCAAGAGGCGAAGAAATCGATTATCTTATCGAAATGATAT ENNE]
TGAGAATTTGGATTTATTAGCCAAGAGGCGAAGAAATCGATTATCTTATCGAAATGATAT
* 140 * 160 * 180
AOCCv2 B TCATATATAAAATGTATGGATATAAATCTGCATTCCACTTTTGTTTTGTAACTCACT ki
SIAC RN T CATATATAAAATGTATGGATATAAATCTGCATTCCACTTTTGTTTTGTAACT CAC T kel A
AOCCv1 B TCATATATAAAATGTATGGATATAAATCTGCATTCCACTTTTGTTTTGTAACT CACT kA
Tian B TCATATATAAAATGTATGGATATAAATCTGCATTCCACTTTTGTTTTGTAACTCACT NG NEEENRAC]
TCATATATAAAATGTATGGATATAAATCTGCATTCCACTTTTGTTTTGTAACTCACT
L 200 N 220 N 240
AOCCv2 M TCATTCATTCAAAAAAAAAAAAAGATTCTGATGAIRTCTAGAT : 220
SHYEMH1L ¢ oo TCATTCATTCAAAAAAAAAAAAAGATTCTGATGACTCTAGATA N ARC]
AQCCv1l IR ettt TCATTCATTCAAAAAAAAAAAAAGATTCTGATGACTCTAGAT A RIS
Tian Ny V-Xelele) WX\ T C A TTCATTCAAAAAAAAAAAAAGATTCTGATGAGTCTAGAT AEENKE]
TCATTCATTCAAAAAAAAAAAAAGATTCTGATGACTCTAGATA
* 260 * 280
AOCCv2 HEGATAAGATCATAGATATINTATTTGACATTCCTTCACATCCE TAT AT AT
IV RN . T AAGATCATAGATATETATTTGACARTCCTTCACATCCCTATA T NEEEEVAN
AQCCv1l BllGATAAGATCATAGATATEBTATTTGACARTICCTTCACATCCCTATAT NENYTS
Tian HIIG AT AAGAT CAT AGA T AT G T AT T T GAC A ki : 266

GATAAGATCATAGATATGTATTTGACAttggttgacatgggtatat




