
Supplementary information 

Figure S1 Comparison of exon numbers for different HD-Zip genes belonging to 

different subfamilies. 

Figure S2 Sequence logos for the twelve conserved motifs identified in the kiwifruit 

HD-Zip gene family. 

Figure S3 Comparison of motif numbers for different HD-Zip genes belonging to 

different subfamilies. 

Figure S4 The cis-element architectures in the 2000-bp promoter regions of kiwifruit 

HD-Zips. Rectangles with different colors represented different cis-elements. 

Figure S5 Cis-elements analysis in the promoter regions of kiwifruit HD-Zip genes. 

The average number of cis-elements for each clade was shown. 

Table S1 Characteristics of kiwifruit HD-Zip genes. 

Table S2 Primers used for RT-PCR and qRT-PCR analysis. 
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Figure S1 Comparison of exon 
numbers for different HD-Zip genes 
belonging to different subfamilies.
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Figure S2 Sequence logos for the twelve conserved motifs identified in the kiwifruit HD-Zip gene family.
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Figure S3 Comparison of motif 
numbers for different HD-Zip genes 
belonging to different subfamilies.



 AeHB55 
 AcHB70 
 AeHB25 
 AcHB31 
 AcHB16 
 AcHB68 
 AeHB54 
 AeHB26 
 AcHB12 
 AeHB50 
 AcHB64 
 AeHB15 
 AeHB5 
 AcHB4 
 AcHB14 
 AeHB52 
 AcHB66 
 AcHB26 
 AcHB29 
 AeHB12 
 AcHB10 
 AeHB18 
 AcHB19 
 AcHB11 
 AcHB63 
 AeHB13 
 AeHB9 
 AeHB10 
 AcHB8 
 AeHB16 
 AcHB15 
 AeHB48 
 AcHB61 
 AeHB35 
 AcHB41 
 AeHB19 
 AcHB38 
 AeHB7 
 AcHB6 
 AeHB41 
 AcHB49 
 AeHB31 
 AcHB35 
 AeHB17 
 AcHB18 
 AeHB8 
 AcHB7 
 AeHB6 
 AcHB5 
 AeHB36 
 AcHB43 
 AcHB45 
 AcHB51 
 AeHB45 
 AeHB53 
 AcHB67 
 AcHB57 
 AeHB4 
 AcHB3 
 AcHB24 
 AeHB27 
 AcHB32 
 AcHB39 
 AeHB20 
 AcHB22 
 AeHB46 
 AcHB59 
 AcHB37 
 AeHB32 
 AcHB36 
 AcHB20 
 AeHB2 
 AcHB1 
 AcHB27 
 AcHB28 
 AeHB22 
 AcHB25 
 AeHB3 
 AcHB2 
 AeHB14 
 AcHB13 
 AeHB51 
 AcHB65 
 AeHB11 
 AcHB9 
 AeHB40 
 AcHB54 
 AeHB47 
 AcHB60 
 AcHB42 
 AeHB44 
 AcHB56 
 AcHB21 
 AcHB33 
 AeHB30 
 AeHB1 
 AcHB55 
 AeHB38 
 AcHB47 
 AeHB28 
 AcHB34 
 AeHB29 
 AeHB24 
 AeHB21 
 AcHB44 
 AcHB50 
 AcHB23 
 AeHB33 
 AcHB40 
 AeHB23 
 AcHB30 
 AeHB34 
 AcHB48 
 AcHB58 
 AeHB39 
 AeHB37 
 AcHB46 
 AeHB42 
 AcHB52 
 AcHB17 
 AeHB43 
 AcHB53 
 AcHB69 
 AeHB49 
 AcHB62 

0 300 600 900 1200 1500 1800 2100
5' 3'

Light Responsiveness
Gibberellin-Responsive
MYB binding site
MYC binding site
the anaerobic induction
meristem expression
drought-inducibility
abscisic Acid Responsiveness
Low-temperature Responsiveness
anaerobic induction
MeJA-Responsiveness
circadian control
zein metabolism regulation
auxin Responsiveness
Stress Responsiveness
stress Responsiveness
salicylic acid responsiveness
auxin-Responsive
endosperm expression
gibberellin-Responsive
cell cycle regulation

Figure S4 The cis-element architectures in the 2000-bp promoter regions of 
kiwifruit HD-Zips. Rectangles with different colors represented different 
cis-elements.
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Figure S5 Cis-elements analysis in the promoter 
regions of kiwifruit HD-Zip genes. The average 
number of cis-elements for each clade was shown.


