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Additional File 4: Supplemental Figure 4. Human transcription factor motif
enrichment for known and potential EBNA2 cofactors. Enrichment occurrence of
exemplary hTF motifs (Figure 3, black diamonds) in EBNA2 shared and type-specific
peak sets. For the four exemplary motifs, the enrichment (%foreground divided by
%background) of predicted binding sites for the motif is shown. Asterisks indicate
significant motif enrichment (P<0.05), as calculated by HOMER.



