
Additional File 7. Nanopore/Flongle sequencing of RNA, imaged in the Integrated Genome Viewer after 3’ RACE of 

semimembranosus muscle of an affected calf.  The 5’ primer is placed in Exon 13 of the gene, which codes on the reverse strand. 

Results demonstrate the transcript terminates at the annotated 3’ end of the gene (A) and contains the candidate variant (B). 
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