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Fig. S1 Correlations among 4 genomic inbreeding in each population. 
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描述已自动生成]Fig. S2 Correlation between ROH length and number in each population.
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描述已自动生成]Fig. S3 Detection of whole-genome ROH islands in each population
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描述已自动生成]Fig. S4 KEGG enrichment based on the genes covered by ROH islands.
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描述已自动生成]Fig. S5 GO enrichment based on the genes covered by ROH islands.
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Fig. S6 Number of known QTLs mapped by ROH islands in each population. 
[image: ]Fig. S7 SNP frequency within VSTM2A gene. 
[image: ]Fig. S8 SNP frequency within NELL1 gene. 
[image: ]Fig. S9 SNP frequency within NALF1 gene.
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描述已自动生成]Fig. S10 Tajima’s D value in NALF1 gene in indigenous chickens and RJFs.
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