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Supplemental Figure 1

Cell Type Expected # Expected % Observed # Observed %

AUnd+MF 2000 65 2,117 80

PUnd 750 21 254 10

R8 125 4 79 3

Rcells 500 10 191 7

Total 4625 100 2,641 100

Cell Type Expected # Expected % Observed # Observed %

AUnd+MF 3000 42 3,132 39

PUnd+SMW 1650 23 3077 38

R8 450 7 431 6

R2/5 450 7 528 6

R3/4 400 6 559 7

R1/6 350 5 152 2

R7 350 5 86 1

Cones 350 5 136 1

Total 7000 100 8101 100

Cell Type Observed #

AUnd+MF 5,447

PUnd+SMW 3,727

R8 487

R2/5 796

R3/4 586

R1/6 159

R7 98

Cones 156

Total 11,546
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regulation of transcription initiation by RNA polymerase II…

regulation of DNA-templated transcription initiation (GO:2000142)

negative regulation of fusion cell fate specification (GO:0035157)
antennal joint development (GO:0048098)

regulation of cardioblast cell fate specification (GO:0042686)
genital disc sexually dimorphic development (GO:0035263)

regulation of cardiac cell fate specification (GO:2000043)
response to symbiont (GO:0009608)

progression of morphogenetic furrow involved in compound eye…

pyrimidine deoxyribonucleoside monophosphate biosynthetic…
pyrimidine deoxyribonucleoside monophosphate metabolic process…

deoxyribonucleoside monophosphate metabolic process…
deoxyribonucleoside monophosphate biosynthetic process…

regulation of SMAD protein complex assembly (GO:0010990)
cytoneme assembly (GO:0035231)

cytoneme morphogenesis (GO:0003399)

muscle tissue morphogenesis (GO:0060415)
rRNA pseudouridine synthesis (GO:0031118)

sperm DNA decondensation (GO:0035041)
male pronucleus assembly (GO:0035039)

proton motive force-driven ATP synthesis (GO:0015986)
pseudouridine synthesis (GO:0001522)

purine ribonucleoside triphosphate biosynthetic process (GO:0009206)

negative regulation of extracellular matrix organization (GO:1903054)
negative regulation of fusion cell fate specification (GO:0035157)

specification of animal organ identity (GO:0010092)
regulation of striated muscle tissue development (GO:0016202)

regulation of muscle tissue development (GO:1901861)
clypeo-labral disc development (GO:0035213)

proboscis development (GO:0048728)

iron import into cell (GO:0033212)
pyrimidine deoxyribonucleoside monophosphate biosynthetic…

pyrimidine deoxyribonucleoside monophosphate metabolic process…
deoxyribonucleoside monophosphate metabolic process…

deoxyribonucleoside monophosphate biosynthetic process…
negative regulation of fusion cell fate specification (GO:0035157)

iron ion import across plasma membrane (GO:0098711)
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