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	Property
	Minimum
	Maximum

	Heterozygosity rate
	0.22%
	0.23%

	Genome haploid length
	317,607,379 bp
	317,928,398 bp

	Genome repeat length
	61,596,858 bp
	61,659,117 bp

	Genome unique length
	256,010,521 bp
	256,269,282 bp

	Model fit
	97.09%
	99.55%

	Read error rate
	0.27%
	0.27%



