SNARE interactions in vesicular transport
Carotenoid biosynthesis

Degradation of aromatic compounds
Alanine, aspartate and glutamate metabolism
Folate biosynthesis

Phosphatidylinositol signaling system
Nicotinate and nicotinamide metabolism
Inositol phosphate metabolism

Porphyrin metabolism

Autophagy - animal

beta-Alanine metabolism

Pathway

Citrate eycle (TCA cycle)

Other glycan degradation

Protein processing in endoplasmic reticulum
‘Butanoate metabolism

Starch and sucrose metabolism
Biosynthesis of amino acids

Cysteine and methionine metabolism
Pentose and glucuronate interconversions
Fructose and mannose metabolism
Synthesis and degradation of ketone bodies
Plant-pathogen interaction

Protein export

Phenylpropanoid biosynthesis

‘Terpenoid backbone biosynthesis.
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MRNA surveiliance pathway
MAPK signaling pathway - plant

Purine metabolism

Sphingolipid metabolism

alpha-Linolenic acid metabolism

Plant hormone signal transduction

Cutin, suberine and wax biosynthesis.

Sulfur metabolism

RNA degradation

Non-homologous end-joining

Biosynthesis of amino acids.

C5-Branched dibasic acid metabolism

Glycosphingolipid biosynthesis - globo and isoglobo series
Spliceosome

Pathway

Glucosinolate biosynthesis
Other types of O-glycan biosynthesis.
Pantothenate and CoA biosynthesis
Basal transcription factors

Protein export

Ribosome biogenesis in eukaryotes.
Photosynthesis - antenna proteins
Other glycan degradation

Cysteine and methionine metabolism
Phosphatidylincsitol signaling system

‘Galactose metabolism

Fig.S2 KEGG analysis of g WSPC-20 positioning interval genes
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