Ctrlvs. IFN WT
Upregulated genes (n = 165)

hsa04623:Cytosolic DNA-sensing pathway

hsa04622:RIG-I-like receptor signaling pathway
hsa05160:Hepatitis C

hsa04210:Apoptosis

hsa04217:Necroptosis

hsa04621:NOD-like receptor signaling pathway

hsa05417:Lipid and atherosclerosis

hsa05170:Human immunodeficiency virus 1 infection
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Ctrlvs. IFN KO
Upregulated genes (n = 233)

hsa04623:Cytosolic DNA-sensing pathway
hsa05160:Hepatitis C

hsa05134:Legionellosis

hsa05164:Influenza A
hsa04210:Apoptosis
hsa04137:Mitophagy - animal

hsa04621:NOD-like receptor signaling pathway

hsa05162:Measles

hsa04657:IL-17 signaling pathway

hsa05417:Lipid and atherosclerosis
hsa05161:Hepatitis B
hsa05131:Shigellosis

hsa05163:Human cytomegalovirus infection

hsa05168:Herpes simplex virus 1 infection
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Additional file 10: KEGG pathway analysis of the DEGs upon IFN treatment compared to the control
in the WT and in the viperin” cell lines.

KEGG pathway terms have been filtered to show results with a Benjamini statistical score <0.05.



