Gene Ontology (GO) classifications of the target genes of DE-IncRNAs which co-expressed in two comparisons

Category Items Number of Genes Number of Genes

oxidation-reduction process 78
protein dephosphorylation 12
dephosphorylation 12

response to abiotic stimulus 5

Biological process embryo development 5
single-organism developmental process 5

anatomical structure development 5

coenzyme M biosynthetic process 2

coenzyme M metabolic process 2

Cellular component CCAAT-hinding factor complex 7
nucleic acid binding transcription factor activity 52

sequence-specific DNA binding transcription factor activity 52

sequence-specific DNA binding 34

phosphoprotein phosphatase activity 12

protein serine/threonine phosphatase activity 12

Molecular function amine-lyase activity 6

strictosidine synthase activity 6

urate oxidase activity 2

oxidoreductase activity, acting on other nitrogenous compounds as donors 2

oxidoreductase activity, acting on other nitrogenous compounds as donors, ’

0Xygen as acceptor




