a {[6Pz| CCRS Signaling in Macrophages )
(I Activaton of monoruclear leukocytes )

miR-423-5p

([P Cel mavement of perftoneal macroshages )

v

- AR
EN
=y

PR MK

il Actvation o macropnanes )

[Fx: | Atrophy of retinal pigment epithelium

[Fx: Aplasia of optic nerve )

b
miR-22-3p

(" |Fxi] Misrouting of axons

(TRl Transmigraton of leukosytes )

(" EP: Macropnage Atemative Activation Signaling Parway |

(Bl Retioits pigmentoes-10 )

Prediction Legend

more extreme in dataset less

. Increased measurement O
D Decreased measurement

mare confidence less

. Predicted activation O
@ rPredicted inhibition ()

Glow Indicates activity
when opposite .

of measurement

Predicted Relationships
Leads to activation
Leads to inhibition
Findings inconsistent
with state of downstream
maolecule
== Effect not predicted

Dashed lines = indirect relationship
Solid lines = direct relationship

of type 2 innate lymphoid cells )

CP: Macrophage Altemative Activation Signaling Pathway )

([©P: Macrophage Classical Activation Signaling Pathway )

N
8 SJN1

( CP: Neuroinflammation Signaling Pathway )

SAMD12 N@a N

il migration of

[Fxi. infitration by CDB-+ killer T cells ) [Fil subretinal fibrosis

Fig S3. IPA network analysis illustrating the top molecular pathways downstream of miR-423-5p and
miR-22-3p. miR-423-5p (a) and miR-22-3p (b) were among the top downregulated miRNAs, which showed
the activation of macrophage signaling, neuroinflammation, microglia activation, and migration signaling.



