TABLE S2 | Distribution density and distance of different types of SSRs in the Weining rye genome
	SSR density and distance
	1R
	2R
	3R
	4R
	5R
	6R
	7R
	Average

	Average density (SSRs per Mb)
	MNR
	65.20
	62.09
	60.34
	66.61
	65.79
	67.37
	64.44
	64.55

	
	DNR
	24.76
	24.74
	26.23
	25.91
	24.54
	25.54
	24.98
	25.24

	
	TNR
	31.40
	30.57
	30.56
	31.33
	31.53
	31.14
	31.42
	31.14

	
	TtNR
	1.67
	1.62
	1.55
	1.67
	1.59
	1.74
	1.68
	1.64

	
	PNR
	0.25
	0.23
	0.21
	0.28
	0.27
	0.25
	0.27
	0.25

	
	HNR
	0.11
	0.11
	0.12
	0.14
	0.12
	0.15
	0.14
	0.13

	Average density (kb)
	MNR
	15.34
	16.11
	16.57
	15.01
	15.20
	14.84
	15.52
	15.51

	
	DNR
	40.39
	40.41
	38.13
	38.59
	40.75
	39.15
	40.03
	39.64

	
	TNR
	31.85
	32.71
	32.73
	31.92
	31.71
	32.11
	31.82
	32.12

	
	TtNR
	600.49
	615.51
	645.54
	600.22
	629.43
	575.87
	593.93
	608.71

	
	PNR
	4055.89
	4353.20
	4844.44
	3574.61
	3672.46
	3986.27
	3739.54
	4032.34

	
	HNR
	8877.05
	9425.93
	8620.82
	7100.58
	8537.69
	6829.81
	7263.85
	8093.67


[bookmark: _GoBack]MNR: Mononucleotide simple sequence repeat; DNR: Dinucleotide simple sequence repeat; TNR: Trinucleotide simple sequence repeat; TtNR: Tetranucleotide simple sequence repeat; PNR: Pentanucleotide simple sequence repeat; HNR: Hexanucleotide simple sequence repeat.
