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	Primers
	Forward(5'-3')
	TM(℃）
	Reverse(5'-3')
	TM(℃）

	WN1R7.2
	AGAGAGAGAGAGGGGTGTCA
	58.62
	CATCCTACACCTCCAACGGA
	58.81

	WN1R7.4
	GGAGTTCATTCCGCATCCG
	58.69
	GGCTACTCTGACGCACAATT
	58.27

	WN1R7.8
	GTCGACATAGCTCTCCCCTC
	59.04
	CTCTCTCTACCATCGCAGGC
	59.69

	WN1R7.9
	GCAATCGACGCTTGAGGATT
	58.99
	TCCCATGGCTCTCTCTCTCT
	59.07

	WN1R8.3
	GACGATCTGGTGCTAGGAGT
	58.61
	GGCTACTCTGACGCACAATT
	58.27

	WN1R10.3
	TGTGTGATGTACGACCCCAA
	58.95
	CATGAGTGGGTTTGTGTGCA
	58.97

	WN1R10.8
	ACGCGTTTAAATGTGGTCAGT
	58.78
	CTTATTCCGAGCGAGTGTGC
	59.08

	WN1R11.6
	TGTGCCTAGACTCAACCGTC
	59.4
	CGTGCAAAGGTACCGAACTT
	58.78

	WN1R13.4
	TTTGCAAAACACACACACAC
	56.12
	CGCCCTATGTCTCGCTTTAAG
	58.87

	WN1R13.6
	CCTCTTGAATTGCTCGCAGA
	58.27
	ATATGAGGAGCGGGAGTACG
	58.46

	WN1R14.5
	AGGGGTTTTCTGCAAATTGG
	56.77
	TCATCAAAACAGCGTGAGAA
	55.62

	WN1R14.7
	GACCAGAAAACAGGAACGCA
	58.69
	CCGGGAGAGAGGGGTAGATA
	58.93

	WN1R16.2
	TTCTCATAACACCTACCCACCT
	58.2
	TCTGGAGATGGTGGTCGTG
	58.72

	WN1R17.3
	ATGCGCCTGTTACTTCCAGT
	59.68
	GGACAAACGTGACATGAGGC
	59.48

	WN1R18.2
	TCTCTTATGTCCGTGCTTGC
	57.99
	CAGAGAAGAAGAGGTGGTCGA
	58.84

	WN1R21
	TGCTGCTACGCTACATCTCA
	58.9
	GCAAAGCTCGCGATACATCA
	59.07

	WN1R24.1
	ACACTTCCGAACTGCATTGC
	59.41
	AGATCAGCGCACACACAAAT
	58.47

	WN1R28.2
	TCCATGACAGAAAACGTGACC
	58.51
	CTTTTCCTTGCGCGTTCAAC
	58.88

	WN1R28.3
	AGGCAGAGTAAGGAGCGTTT
	59.02
	CCGGAAATGAGAGGATGCAC
	58.7

	WN1R37.1
	CAGCATGGAGGGAGATGGAT
	58.93
	GTGTAATCCTCGCCTCCCAT
	59.24

	WN1R41.2
	TGGAGAGAGTTAGGGTCCGA
	59
	TGAGGTTCTCTTGCAGTATCT
	56.09

	WN1R42.3
	TGCTCTACGGGATGTTCTCT
	57.85
	ACGGAGGTGATGGGGAATAC
	58.87

	WN1R43
	AGCTTTTCCTCGCAACCATG
	59.12
	AGTTCTAATTTGCAGCGCGT
	58.84

	WN1R49.2
	TGTTCATCCCATCCCACAGG
	59.37
	TGTTTAACATGCACAACACGC
	58.54

	WN1R58
	GTGTGTTGTGCGATGGGATT
	59.12
	GCAAGCATCCCAAGAAGTACA
	58.56

	WN1R61.3
	GGCATGGAGGTGGTTGTTTT
	58.95
	GAGAACATGACGGACAAGGC
	55

	WN1R63
	ACACAGAAACACACACGCTC
	58.99
	TGAAGCGAGAAACAATGCGT
	58.77

	WN1R69.3
	CGTTAGGTTAAACAGGGCCA
	57.81
	CCCTGTCAACCAAACACCTC
	58.68

	WN1R70
	AATGGACGTATCAACTCCCC
	57
	TTCTCGATGAGCTACCACCG
	59.26

	WN1R73
	CCACCTCATCACCTACCTCC
	58.88
	GTGTCATGTTAGCAGCAACCT
	58.85

	WN1R74
	GATAATTGTGCGCCGTGTCT
	58.99
	GAGGTTAGGGTCCGATCACA
	58.52

	WN1R75
	CCTAGGGCATTTGAGGAAGC
	58.31
	AGCATTGTCCCATGTGAGGA
	59.01

	WN1R80
	AGGGGTCCACAATCACATGT
	58.92
	CGCACACTCCGAGCATTTTA
	58.92

	WN1R82
	TCCAACGGTCGAGGAGAAAA
	58.96
	AACGTCGGACATTTCAGTGC
	59.13

	WN1R83
	CCGTTGCATAGCCTGTCATT
	58.62
	GTCGGAAACTCAAGCCCATC
	58.91

	WN1R90.3
	CAAGAAGAAGGGCAAGGAGG
	58.17
	GTCCGAACGAGTAGAGTGGT
	58.84

	WN1R93
	TCTAGGGGAGGGAGAGATGG
	58.84
	GCATCAAACCCTGTCTCTCC
	58.26

	WN1R99
	CCGGTCGGTACTACTGCAAT
	59.54
	AGAGGTTGAGGTGGGGAATG
	59

	WN1R104.2
	CCGGAACATTCATTGGGTACA
	58.28
	AAATGTCCTGGCGGTTTACC
	58.46

	WN1R104.3
	CACATACACATCACATACAGCA
	56.53
	CGCGCGATGTGAGGTTTT
	59.14

	WN1R106.1
	CTCCTCCGTTCTCATGGTGA
	58.81
	AGGTATCCACATGCAAGACA
	56.53

	WN1R108
	AGGGTTAGGGGATTTTGGGG
	58.98
	CGCATTTGGAGTTGGTTCGA
	59.13

	WN1R110
	AGCCCTTTGTGCAAATGTCC
	59.32
	GCGATGCAACCAACCAAATG
	58.93

	WN1R111
	GCGCCATTAGTGTCAATTCC
	57.52
	CCTTTGTCGACCTCCCAATC
	58.26

	WN1R112.2
	TATCGGGAGTGGAGTTCTGC
	58.89
	AGGCACACATCTAGCAGGTT
	59.01

	WN2R16
	GATGGATCGTGCAGAGGAGG
	59.97
	GCACTATCCCTCACTCTCCC
	58.96

	WN2R17
	ATCAACACCTCGGCAAAACC
	59.04
	TTCACCCTTGTCGACGGTTA
	58.96

	WN2R18.1
	CCAATTACTAGAGCTCGCGC
	58.87
	GGTCGTCCCACTTGATTTGG
	58.83

	WN2R19
	ATCTGCTAGCGATCTCATCCG
	59.53
	GCTCGCGGTACATCAAGATC
	58.87

	WN2R23
	CGGTCGGTTCCCTATTACGA
	58.98
	TCAGAAATGTGTGCGAAGACC
	58.86

	WN2R29
	TCATGTCTGCGTCGAACAAA
	58.14
	TCTGGAGAGAAGCGTCACAA
	58.67

	WN2R42
	GGACGCCCTGTTAATGTGTG
	59.2
	TCAAATGTGGACCTTGTGCG
	59.05

	WN2R47
	GGCAAGTTCACATGGGAGTT
	58.38
	TCCTAGGCATCGTCAACAGT
	58.44

	WN2R61
	GGTCCCCTTCTTCCGCTAAA
	59.38
	GCCACCCTCCTTCTTCTTCT
	59.01

	WN2R68.1
	GTGGCAGGAACAAGGGAATG
	59.11
	GAATGCCGCCAATTCCTCTT
	58.89

	WN2R86
	CTTGGCCGCATAGCTGAAAT
	58.97
	TGTGAGGGTGGTTTGTGCTA
	59.16

	WN3R4.1
	TGTCACCTTACAAACCTATGCT
	57.37
	AGGAAATGTGCTAGAGATGCT
	56.79

	WN3R5
	ATTTTGTTCCAAACCCCGCA
	58.88
	GCATTTACCTCCACTGCGAG
	58.99

	WN3R13.2
	TGAAGTTCGCTGGTCTCTGT
	58.96
	TCACGTACGAACAAATCAGT
	55.08

	WN3R14.2
	ACTGATGTGGTTGTACGTGA
	56.81
	GCTACTCCGACGCACAATTT
	58.92

	WN3R20
	AGGGTCCAATCACGTTCACT
	58.94
	TAGAAGGTGGACATGAGCGG
	59.18

	WN3R59.1
	ACACGGGAAAGGGTCAGAAT
	58.94
	GATCGAAAGCAAAGGGGTCC
	58.9

	WN3R67
	TGGTGGAGAGGTTGTTCACA
	58.79
	GCATGTGTGAGACCCTTGTG
	59.12

	WN3R68.1
	TACTGCGGGTTGTGGATGAC
	60.04
	CTTGGACCAACGGAGCTTTC
	59.12

	WN3R71.2
	AAGTTCCCCGGATCTAGTGG
	58.5
	GTGAGTGCAATGACATGAGCT
	58.92

	WN3R73.1
	GGCGGTTAGTGATGGGTTTT
	58.46
	TTCTCGCATTGCACGGAATT
	58.84

	WN4R27
	CAACACCCTTAACAACGACCA
	58.71
	TACACCCACTTTGACCGGAA
	58.87

	WN4R29
	TCGATGAAGAGTGTGGCTGT
	59.03
	CCAAACAATACCCGCGTGAT
	58.91

	WN4R30.1
	ATCTTCATCCTACGCCTCCC
	58.66
	TCAGTCAACACGTCGAGTCA
	58.98

	WN4R31.1
	GCATGCAGACTTCTCGACAG
	59
	AAGAGAACGACAATGCACGC
	59.49

	WN4R31.2
	ACAGTTGTGAGGTGTTTCGC
	58.99
	GCATTTGAGGGCTGTTGGAA
	59.03

	WN4R33
	GATAGTGATCGGGTGCTTACC
	57.97
	TTCAAACGATGCCTCCACAC
	58.77

	WN4R42.2
	ACACGTGCCACATCAAAAGT
	58.61
	TTCCGGGGAAGAAGAGAGGG
	60.62

	WN4R46
	AACAAGAAACTCCGGCGAAC
	59.06
	GCGTCATGATTGGTGGATGA
	58.33

	WN4R48.1
	ATCTTCTTCCTTGGCCTCCC
	59.08
	CTTGAAGGTTTGTTGGCGGT
	59.26

	WN4R50
	TCACCGTTGCTCTCTCTCTC
	58.83
	GGATCCAACTCTCCTCTCGT
	58.23

	WN4R55.2
	GCAAAGCTCACGGTACATCA
	58.56
	GGCTTACTAGGGACACTGTGT
	59.1

	WN4R56
	TGAATGTTTCCTGCTGCACC
	59.04
	CGTGGTCAAGGAAGAATGCC
	59.2

	WN4R67.1
	TTAGTGGCCTCGACGTTTCT
	59.04
	CCCCTCCCCGATAACTTCAA
	58.79

	WN4R67.2
	AAACTGGTTGTGGCAGGAAC
	58.89
	GAATGCCGCCAATTCCTCTT
	58.89

	WN4R68
	CGGTTGCCACATAAGCCTAT
	58.03
	CGTCTCATACACTAGAAACCCG
	58.31

	WN4R77.1
	TCCCACTTCACTGCGAGATT
	59.02
	GCGATTAGGAGGAAGGTGGA
	58.88

	WN4R78
	GCAGTTGGTTCCCTTCTTCG
	59.12
	ATACTACGCTCCCCAACAGT
	58.14

	WN5R7
	CTAGAGAGAGCCATGTCCCG
	59.04
	TGCTTCCCAAATCTCATGCG
	58.9

	WN5R8
	CCCTGGTAATTTTCCCACGC
	59.18
	CTGCTCTCTGTGCTCTGACT
	59.11

	WN5R16
	TTCGAATAGCCGTGTCCATG
	58.07
	TGAGCTATCTGAGGCATGCA
	58.87

	WN5R17
	ACGCCACCACCAAAATTTCT
	58.59
	GGGTTAGGGTCCGATCACAT
	58.87

	WN5R23.1
	CGCTTCCGCTTTCGTTCTAC
	59.63
	TGCTACCCCAATCCAGATCG
	59.24

	WN5R23.3
	TGAAAGGTGCTCAACATGGC
	59.04
	TGAATGTTTCCTGCTGCACC
	59.04

	WN5R24.1
	CCAACCTGCGTACATTGCTT
	59.12
	CAGCTTGCAACCCACATCAG
	59.76

	WN5R26
	TCCACAATTAACCGACCCAGA
	59.02
	CGGTTTTGGCACTCTATCGG
	58.99

	WN5R32.1
	GAGAGAACGAGAGAGGTGGC
	59.55
	ATGGGATCTCACGGGAACAG
	59.17

	WN5R36
	ACTTCGTCGGGTAGCTATCT
	57.65
	TCCGTCTAAGAGTTGGATCGA
	58

	WN5R71
	CGGATCCCACCTTGAGAGAG
	59.25
	CCTGAATAAAGTGGGTGGTTCA
	58.24

	WN5R74
	AAGTAGGACCCCACCACATC
	58.71
	GCAAAGCTCGCGATACATCA
	59.07

	WN6R2
	AAAAGAAAAGGGGCGATGTG
	56.89
	GCAAGGTTGAAGATGACAGGG
	59.18

	WN6R7
	CCCCTCTACTCTTCGCACAT
	58.88
	CGCACACACCATTCATCCAT
	58.9

	WN6R12
	TGGAAGACACCTACGACGAC
	59.12
	ATTGCTGCTGGATCTCGCTA
	59.24

	WN6R19.2
	GCTTTTGTGTGTTCAGTGAGC
	58.55
	GCAAATGGAGAGGGAGAGGT
	59.08

	WN6R24
	ATACGCGACAAACAGTTCCG
	58.93
	AGTCACGGCAGTTTGAAGAA
	57.67

	WN6R33
	ACACTCTTCCCCTCTCGTTG
	59.03
	CTAGTAGTGCCACTGTGCCT
	59.1

	WN6R35.1
	TCGCTAGTTGTGCCTACCG
	59.49
	ACATATCGAGAGTGTCAGCG
	57.23

	WN6R37
	ATACCCCATTGTCACCACGA
	58.72
	TAGATCCCTTTCCCGCACTC
	58.88

	WN6R76
	GTCAGGAAATACAAGCGGCC
	59.27
	CACCTCCATAGACCGACACA
	58.82

	WN6R82
	CGGTCCTTCTTCCCTTCCAT
	59.09
	AGGAAGTAGCAGGCTCTTGG
	59.09

	WN6R84
	ATCCAATGATGCTCTCCCGT
	58.86
	GCTGCTGATCTGTGCTTACC
	58.99

	WN7R15
	CCTCCCAACAAGCGCTATC
	58.3
	GGTCCTTGAAAGTCTTGAGCA
	58.15

	WN7R16
	AGTACCGCCTGTCCTATGTG
	58.89
	TGCAGTACTCTTGGACGGTT
	58.95

	WN7R22.1
	AAGGTCCCTTCACACACACA
	59.08
	GGCAACAAAAGCATAGGGAGT
	58.83

	WN7R22.2
	TCGTACGGGTAAGGTTGGAC
	59.11
	TATCTCGAAGTCCACTCGCC
	58.98

	WN7R29
	AGTGCGCATGTAGGAAGAGA
	58.81
	GGGAGGCGCAATACAAGTTT
	58.83

	WN7R34.2
	TCGGTCACCTGAGAGAGAGA
	59.02
	CGTTGAGTGCAGTGTGTTGA
	58.99

	WN7R39.2
	TGGCTTCTAGTCACTGGCAA
	58.94
	ATGTGTGGGTGTACGTAGCA
	59.03

	WN7R40.2
	CATGGAAAGGATCGCAGCAA
	58.9
	GGAGAGACATGGTTGCGAAG
	58.64

	WN7R59.2
	GGGTCGACTAGAAAAGGCCA
	59.39
	TTCTCGCGGTGAATGTTGAG
	58.57

	WN7R61
	GGTTATCCTGCGCTCCTACT
	58.96
	AATGAAGTGGATGGGCAGGA
	59

	WN7R68
	TGTTCGACCAATCTCTCGGA
	58.46
	TGAATGTTTCCTGCTGCACC
	59.04

	WN7R73.2
	TGCGTTTGATCTTCTCCACC
	58.19
	GTTTAGAGTCAGCCCCACCT
	59.02

	WN7R74.2
	GGACTCACGGACCAGATGTT
	59.39
	ACCTCAGTCGTTCCCAAAGA
	58.58



